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Locus Chromosome Gene Inheritance
PARK1/4 4921.3 SNCA Autosomal dominant
PARK?2 6Q25.2-27 PARK?2 Autosomal recessive
PARK3 2p13 Unknown Autosomal dominant
PARKS 4pl4 UCHL-1 Autosomal dominant
PARKG6 1p35-p36 PINK1 Autosomal recessive
PARK7 1p36 DJ1 Autosomal recessive
PARKS 12912 LRRK2 Autosomal dominant
PARK9 1p36 ATP13A2 Autosomal recessive
PARK10 1p32 Unknown Susceptibility locus
PARK11 2036-37 GIGYF2 Autosomal dominant
PARK12 Xg21-25 Unknown X-Linked

PARK13 2p13.1 HTRA2/Omi Autosomal dominant
PARK14 22913.1 PLA2G6 Autosomal recessive
PARK15 22q912.3 FBXO7 Autosomal recessive
PARK16 1932 Unknown Susceptibility locus
PARK17 16911.2 VPS35 Autosomal dominant
PARK18 3927.1 EIF4G1 Autosomal dominant
PARK19 1p31.3 DNAJCG6 Autosomal recessive
PARK20 21q922.2 SYNJ1 Autosomal recessive
PARK21 3021.3-22.2 DNAJC13 Autosomal dominant
PARK22 7pll1.2 CHCHD2 Autosomal dominant
PARK23 15¢922.2 VPS13C Autosomal recessive
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» ZhieZE ( Levodopa )

» ZERZ{EXE ( Dopamine agonist )

» BfEChsHIEIE ( MAO inhibitor )

» &M% ( Amantadine )

» TUHEERZEY) ( Anticholinergics )
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